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Solution conformation and dynamics 
Carbohydr. Res. PM, 300,3 

of a tetrasaccharide related to the LewisX antigen deduced by ‘H NMR NOESY, ROESY, 
and T-ROESY measurements 

Ana Poveda a, Juan luis Asensio b, Manuel Martin-Pastor b, Jesus Jimenez-Barber0 b** 
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The conformational and dynamical features of a tetrasaccharide, GalNac( (Y l -3)Gal( p l -4)[Fuc( (Y l- 
3)]Glc( pOMe) 1 are analysed uia ‘H NMR relaxation measurements. 

Conformational analysis of 4-demethoxy-7-G 
Carbohydr. Res. 1997, 300, 11 

[2,6-dideoxy-4-0-(2~,6-trideoxy-3-amino-cu-L-Zyxo-hexopyranosyl)- 
cY+lyxo-hexopyranosylladriamicinone, the first doxorubicin 
disaccharide analogue to be reported 

Edith Monteagudo * , Andrea Madami, Fabio Animati, Paolo Lombardi, 
Federico Arcamone 
Menarini Ricerche S.p.A., Via Tito Speri IO, 00040 Pomezia, Rome, Italy 

The conformation of the disaccharide was analysed using NMR data and 
molecular mechanics calculations. The possibility of conformational averaging 
was considered using the NAMFJS programme. 

An NMR study of the dynamic single-stranded 
conformation of sodium pectate 

Carbohydr. Res. 1997, 300, 19 

Laurent Catoire a, Christiane Derouet a, Anne-Marie Redon a, Renee Goldberg b, 
Catherine Her-v6 du Penhoat a* * 
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A model for dilute aqueous sodium pectate under low salt conditions has been determined from 13C 
relaxation data. 

Carbohydr. Res. l!W, 300, 31 
Structural characterization of organized systems 
of polysaccharides and phospholipids by light scattering spectroscopy and electron 
microscopy 
Nuno C. Santos qb, Adelaide M.A. Sousa a, Didier Betbeder ‘, Manuel Priet a, Miguel A.R.B. Castanho ab2 * 
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’ Biovector Therapeutics, S.A., Chemin du Ch&e Vert, 31676 Labege Cedex, France 
Biovectors are recently developed nanoparticles intended to be used as drug carriers and in the formulation of vaccines. The Biovectors are composed 
of a polysaccharide core to which phospholipids and cholesterol can be added. The cores are prepared by disruption of a gel of cross-linked 
maltodextrins. Static and dynamic light scattering measurements were combined to characterize the structure of these Biovectors. The present work 
points towards a microgel like structure to the polysaccharide fragments of these Biovectors and a spherical geometry with radius = 50 nm. The use 
of transmission electron microscopy givesfirst evidence for a structure consisting of several phospholipid bilayers surrounding a polysaccharide core. 



X-Ray study of beijeran sodium salts, 
Carbohydr. Res. 1997, 300,41 

a new galacturonic acid-containing exo-polysaccharide 

Kozo Ogawa ‘7 * , Toshifumi Yui b, Kunihiko Nakata ‘, Mariko Kakuta d, Akira Misaki d 
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The X-ray fiber diagram of a sodium salt of beijeran, poly [ + 3-&u-D-GalUA-( 1 + 3)-P-L-Rham-( 1 + 3)-a- 
D-Glc-06Ac-(1 --) 1, indicated that the conformation was made up of two trisaccharide residues, in an 
extended two-fold helix. 
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‘H NMR relaxation study of a chitosan-cyclodextrin 
network 

Carbohydr. Res. 1997, 300,77 
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Longitudinal and transverse proton relaxation times of water contained in chitosan-cyclodextrin network has 
been studied as a function of water content and temperature. A “two component” transverse relaxation 
mechanism is reported and interpreted as relative to two structurally different domains of the saccharidic 
network. Temperature dependence of T2 components evidences the presence of a proton exchange between 
the matrix and water. The energetics of such transfer is studied. 
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